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HAU32664 5301 bp DNA linear VRL 13-SEP-1995 

Human adenov rue typo 35 pVIII (L4) gene, early region 3 (E3) 

SaSeii a * 9ne ' con,p, * te cde - 

U326S4.1 01:964529 

Human adenovirus 35 
Human adenoviruses 

Viruses: dsDNA viruses, no RNA stago; Adonov I r I dae ; Mastadenovlrue; 
Human adenovirus B: Human adenovirus B2 

1 (bases 1247 to 3224) 

Floraenberg, P.R. , Chen.M. and Horwltz, II. S. 

Sequence and gonotlc organization of adenovlrua typo 35 early 

reei on 3 

J. Virol. 82 (11). 4431-4437 (1966) 
31J2347 

2 (baaos 1 to W01) 

Baslor.C.F., F jomonborg, P. F. , Chon, M. and HorwItz.M.S. 
Direct Submi&Gion 

Submitted (2B-JUL-1995) Christopher Basier. Microbilogy and 
mmunology, Albert Einstein College of Medicine. 1300 Morris Park 
Avonuo, Chanln.Biil Jdlng, Room 515, Bronx, NY 10461, USA 

Location/Oual if jers 

1..5301 

/organ iam="Hurnan adenovirus 35" 
/moLtypo-'gonoiBic DNA" 
/straln="Holdon" 
/db„x r ef =" t axon : 10522" 
/raap="76-91 map units" 
4. . 687 

/note="L4; lata mRNA family 4; structural protein 
/codon„start=1 
/product="pVIII" 

^fSf 5iSi I ?F^5? K £ l P Tpywwsy Q^«GLAAGASQDYSTRiNWLSAGPSm SRV 
ND 1 RAYRNO I LLEQSALTTTPRQHLNPRNffPAALVYQESPAPTTVLLPRDAQAEVQMT 
N^QLAGGSTLCRHRPRHN I KRLM I RGftfi I OLNDESVSSPLGLRPM I FO I AQOQRS 
SFTPRQAVLTLESSSSOPRSGG I GTVOFVEEFTPSVYFNPFSGSPGHYPDEF I PNFDA 
I SESVDGYO 
6B7. .1004 

/note="E3: eBrly region 3: Ad2 E3 12. 5k homoleg" 

/codon_start=1 

/product="12. 2 kDa protein" 

/proto i riid-~A ftA7$3 2 3, . r 

/db_xref="Q| 1984531" 

/trans lation= w MSfiDAAELSRLRHLDHCRRFRCFARELlEFlYFELPKDHPQGPA 

HgVRIT I EGKI DSRLQR I FSORPVLI QtOOGMTTVSI YC 1 5fiRPfiLHB 

NKN 

958.. 1353 

OSSPfffPi* wly/Oflon 3; Ad3 E3 16. Ok homo log; poaeible 

Ad2 E3 6. 7k homo log 

/codon„start=l 

/produot="15. 0 kDa protein" 

/prote i n id=- AAA7S3?4. j" 

/db_xref- - Gl:S8?53r 

/trans I at i on="MKAFAVLCVLSL I KTELRLSYGLPLLOPGFYNOKNKTFPVVODS 
993, , 998 

/note="L4 polyA signal" 
T1B7. .3679 

/noto^ intron excised to form E3 mRNA e" 
1 137. .3291 

/noto*" Intron oxclaed to form E3 mRNA d~ 
1187. .3008 

1187 e= 24?fl r ° n BXC ' sod t0 fonn E3 mRNA c " 
/note=" intron excised to form £3 mRNA b" 
1338. . 1836 

/note="E3; early region 3: class I major 
histocompatibility binding protein; Ad2 g P 19k homolog" 
/codon_start-1 
/produot= w 18. 5 kDa protein* 
/prote 5 n. i d=" AAA7532 5. 1" 
/db_xref="GI:S8?533 6 
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/trans I at fon-"MGP 1 LVLLVLLSLLEPGSANYDPCLDFDPENCTLTFAPDTSR I C 
QVL I KCflWECRSVE I THNNKTWNNTLSTTWEPGVPEWYTVSVRGPDGS I R I SNKTF I F 
SEMCDLAMFMSKQYStWPPSKDN I VTFS I AYCLCACLLTALLCVC I HLLVTTR I KNAN 
NKEKMP 

£Q£ 1858. .2403 

/note=~E3; early region 3; Ad3 E3 20.1k honiolog" 

/codcm_8tart=1 

/produot="20. 3 kDa protein" 

/prote i n_ 1 d=" AAA75326. r 

/db_xref="Gt: 984534* 

/trans I at i on="MASLTSL I FVS I VTAAHGOTVVS I PLGHNYTLI GPP I TSEV I WT 
KLGSVDYFDI ICNKTKPI I VTCN i QNLTL I NVSKVYSGYYYGYDRYSSOYRNYLVRVT 
GLKTTKMPNjjAK I RSDDNSLETFTSPTTPDEKN IPDSMlAi VAAVAV VMAL 1 1 1 CULL 
YACRYKKFHPKKQDLLLRLNI 
£ES 2421,, 2984 

/note="£3; eoriy region 3; Ad3 20.5k honiolog" 

/codon_start=l 

/product="20. 6 kDa protein" 

/prote I n ld=" AAA7S3? 7 1" 

/db_xrof-"GI : 984535* 

#££ n , s i2 $i°n =if MVSTTTFLMLTSLATLTSARSHLTVT I GSNCTLKGPOGGHVFVfW 

5 J.Yg5fQW£XKE c R Q i!SSf E9S9 RDLT 1 wvtandkgfyygtdykssldyni i vlpstt 

PPPRTTTFSSSSVANNT I SNPTFAALLKRTVtMSTTSHTT ISTSTl 51 1 AAVT I G I S I 
LVFT I TYYACOYRKDKHKGDPLLRFD I " 
E&& 3026. . 3301 

/note«"E3; early region 3; Ad2 E3 10.4k homo log" 

/oodon_start=1 

/product="10, 3 kDa protein" 

/t rare I at lon*"MVPRNFFFT I L I CAFNVCATFTAVATATPDC I GAFASYALFAFV 
TCI CVCS I VCLV I NFFQLLDW I LVR I AYLRHHPEYRNQN I AALLRL I " 
CDS 3306, , 3710 

/note="E3: early region 3: Ad2 E3 14.5k homolog" 

/codon_etart=1 

/produot="15. 2 kDa protein" 

/p r ot s j n _ i d=" AAA75329. 1" 

/db_xref="Gi : 984537" 

/trans I at i on="MQA I LP I FLLLLLPYAVSTPAAYSTPPEHLRKCKFGGPl/SFLAC 
YREKSE I PPNL I M I AG 1 1 N 1 1 OCT 1 1 SFL I YPLFDFGWNAPNAHDHPQDPEEH I PPQN 
JAQHPI AL I DYESEPOPPLLPA I SYFNLTGGDD" 
CDS 3703. ,4110 

/noto="E3; early region 3; Ad2 E3 14,7k horaolog" 

/codon_Btart=1 

/product*"15. 3 kDa protein" 

/prote i n_ i d»" AAA75330. 1" 

/db^xref^G 1: 984538" 

/translation^MTETLTTSNSAEDLLDMDGRVSEORLAOLRIROOOERVAKELRD 

V 1 0 1 HOCKKG I FCLVKOAK ISYEI TATDHRLSYELGPOROKFTCMVG INPIVI TOOSG 

DTKGC I HCSC05 I ECTYTLLKTLCGLRDLLPMN* 
DOivA_signal 410B..4111 

/note="poBs ib le E3 polyA s renal" 
PQlYn gIFPfll 4123.. 4128 ' 

/note= E3 polyA signal 
CPS 431 S. .6286 

/note="cell surface receptor binding protein: L5: lata 

mRNA f am i I y 5" 

/codon^atart=1 

/prodi/ot^f ibor" 

/protoin_id=" AAA75331. 1 " 

/db_xref="GI : 984539" 

/trans I at i on="MTKRVRLSDSFNPVYPYEDESTSOHPFYNPGF I SPNGFTGSPDG 
VLTLKCLTPLTTTGGSLOLKVGGGLTVDDTDGTLOEN I RATAP I TKNNHSVEL5 I GNG 
LETONNKLCAKLGNGLKFNNGO IGIKDSI NTLffTG I NPPPNCO I VENTNTNDGKLTLV 
LVKNGGLVNGYVSLVG VSDTVNOMFTQKTAN I OLRL YFDSSGNLLTEESDLK I PLKNK 
SSTATSETVASSKAFUPSTTAYPFNTTTRDSENY I HG I CYYMTSYDRSLFPLN I SI Hi, 
NSRM I SSNVAYA I OFEWNLNASESPESN I ATLTTSPFFFS Y I TEDDN" 
DOlvA ajgnPl 5287. , 5202 

/noto-"L5 polyA signal* 

ORIGIN 

1 gacatgagta aagaaattcc cacgccttao atgtggagtt atoaaocooa aatgggattg 
(31 geagcaggeg cctccCagga ctactccacc cgcatgaatt ggctcagcgc cgggccttct 
121 atgatttctc gagttaatga tatacgcgcc taccgaaacc aaatactttt ggaacagtca 
161 gctcttacca ocacgoooog ocaacaoctt aatcooagaa attggcccgc cgccctagtg 
241 taccaggoaa gtcccgctcc caccactgta ttacttcctc gagacgccca ggccgaagto 
3D1 ooaatgaota atgoaggtgo gcagttogot ggoggctcca ccctatgtcg tcacaggcct 
361 eggcataata taaaacgect gatgatcaga ggccgaggta tccagctoaa ogaogagtcg 
421 gtgagctctc cgcttggtct acgaccagac ggaatctttc agattgeegg ctgegggaga 
481 tcttccttca cccctcgtca ggctgttctg actttggaaa gttegtctte goaaccccgc 
541 tegggeggaa tegggecegt tcaatttgta gaggagttta ctccctctgt ctacttcaac 
601 ccottctoog gatctcctgg gcactacccg gacgagttca taccgaactt egacgegett 
661 agegagtcag tggaeggcta cgattgatgt otggtgacgc ggctgagcta tctcggctgc 
721 gaoatotaga ooaotgeogo egotttcget gctttgcccg ggaacttatt gagttcatct 
7B1 acttcgaect cccGaaggat cacoctoaag gtcoggoona eggagtgegg attactatcg 
B41 aaggcaaaat agactctcgc ctgcaacgaa ttttctccca gcggcccgtg ctgatcgago 
901 gagaccaggg aaaceccacg gtttccatct ac tgeattt g taatcaccco ggottgnatg 
901 aaagcctttg CtgtCttatg tgtactgagt tt fiaTaaafe a ctgaattaag actctcctac 
1021 ggactgeego ttcttcaaoc eggettttae aaccageaga acaaaacttt tcctgtcgtc 
1081 caggactctg ttaacttcac ctttcctact cacaaactag aagctcaacg actacaccgc 
1141 ttttooagaa gcattttccc taotaatact actttcaaaa coggaggtga gctccacggt 
1201 otoootaoag aqaacoottg ggtegoogog ggccttgtag tactaggaat tettgegggt 
1261 gggcttgtga ttattctttg otaootatao acaootteot tcactttcct agtggtgttg 
1321 tggtattggt ttaaaaaatg gggcccatac tagtcttget tgttttaott tegcttttgg 
13B1 aacegggtte tgecaattae gatccatgtc tagactttga cccagaaaac tgcacactta 
1441 cttttgcacc cgacacaagc cgcatctgtg gagttcttat taagtgcgga tgggaatgea 
1501 ggtccgttga aattacacac aataacaaaa cctggaacaa taccttatcc accacatggg 
1561 agecaggagt tcccgagtgg tacactgtct ctgtccgagg tectgaeggt tccatccgca 
1621 ttagtaacaa cactttcatt ttttctgaaa tgtgcgatct ggccatgttc atgagcaaac 

www.ncbi.nlm.nih.eov/nuccoro/984529 



1681 agtattctct atggcctcct agcaaggaca 
1741 tgtgcgcttg ccttcttact gctttactgt 
1801 Ecatcaaaaa cgcceataac aaagaaaaaa 
1 aei gcttctetta catctctcat atttgtcagc 
1921 gtctctatec caotaggaca taattacact 
19B1 atctggacca aactgggaag ogttgattac 
2041 ataatagtaa cttgcaacat acaaaatctt 
2101 ggttactatt atggttatga cagatacafft 
2161 acccagttaa aaaccacgaa aatgccaaat 
2221 ctagaaactt ttacatctcc caccacaocc 
2281 gcaattgttg cagcggtggc agtggtgatg 
2341 gcttgtcgot aaaaaaagtt toatcctaaa 
2401 taatttcttt ttataoagcc otggtttooa 
24C1 caactctgac ttctgctcgc tcacacctca 
2521 aeggacctca aggtggtcat gtcttttggt 
2581 aaccatgtga ccaacctggt agatttttct 
2641 tgacagcaaa tgacaaaggc ttctettatg 
2701 aoattattgt aotgooatot aooaotccac 
2761 gtgtcgctaa caatacaatt tccaatccaa 
2021 ataattctac aacttcacat acaacaattt 
2661 tgacaattgg aatatctatt cttgttttta 
2941 aegacaaaca teeaggtgat ccattactta 
3001 atttacagta tggtgaacac caatcatggt 
3061 ctgtgctttt aatptttgcg ctactttcac 
3121 aggagcattt gcttcctatg cactttttgc 
3161 agtctgcctg gttattaatt ttttccaact 
3241 cctgcficcac catcccgaat accgcsacca 
3301 aaaccatgca ggctatacta ccaatatttt 
3361 ccccagctgc ctatagtact ccaccageac 
3421 ggtcatttot tgcttgctat cgagaaaaat 
3401 ctggaataat taatataatc tgttgcacca 
3541 attttggctg gaatgctccc aatgcacatg 
3601 ccccacaaaa catgcaacat ccaatagcgc 
3661 cactactccc tgctattagt tacttcaacc 
3721 aootooaatt ocgccgagga tctgctcgat 
3761 gcccaactac gcatcc^cca gcagcaggaa 
3841 caaattcacc aatgcaaaaa aggcatattc 
3901 gagatcaccg ctactgacca tcgcctctct 
3961 aoctgcatgg tgggaatcaa ccccatagtt 
4021 tgcattcact gttcctgcga ttccatogag 
4061 ggcctaagag acctgctacc aatgaattaa 
4141 tgaaatcagc aataaggtct ctgttgeaat 
4201 cccaactctg gtattctaaa cccogttoag 
4261 tgtoaaattt tagctcctct ootgtaccca 
4321 aagagagtcc ggctcagtga ctccttcaac 
4381 tcccaacacc ccttttataa cccagggttt 
4441 gacggagttc ttactttaaa atgtttaaco 
4601 otaaaagtgg gagggggact tacagtggat 
4561 cgtgctacag cacccattac taaaaataat 
4621 ttagaaactc aaaacaataa actatgtgcc 
4681 ggtgacattt gtataaagga tagtattaac 
4741 aaotgtcaaa ttgtggaaaa oactaataca 
4B01 aaaaatggag ggcttgttaa tggctacgtg 
4861 caaatgttca cacaaaagac agcaaacatc 
4921 aatctattaa ctgaggaetc agacttaaaa 
4981 accagtgaaa ctgtagcoag cagcaaagcc 
5041 aaoaooacta otagggatag tgaaaactac 
5101 tatgatagaa gtctatttcc cttgaacatt 
5161 tccaatgttg cctatgccat acaatttgaa 
5221 agcaacatag ctacgctgac cacatccccc 
5281 aactaaaata aagtttaagt g 



acatcgtaac gttotccatt gcttattgct 
gcgtatgcat acacctgctt gteaccactc 
tgccttaacc tctttctgtt tacagacatg 
attgtcactg ccgctcacgg acaaacagtc 
ctcataggac ccccaatcao ttcagaggto 
tttgatataa tctgtaacaa aaoaaaacca 
acattgatta atgttagcaa agtttaoago 
agtcaatata gaaattactt ggttcgtgtt 
atggcaaaga ttcgatccga tgacaattct 
gacgaaaaaa acatccoaga ttcaatgatt 
gcactaataa taatatgcat gcttttatat 
aaacaagatc tcctactaag gottaacatt 
ctaccacatt ccttatgctt aotagtctcg 
ctgtaactat aggctcaaac tgcacactaa 
ggagaatata tgacaatgga tggtttacaa 
gcaacggcag agacctaacc attatcaacg 
gaaccgacta taaaagtagt ttagattata 
caccccgcac aactactttc tctagoagoa 
octttgccgc gcttttaaaa ogcactgtga 
ccacttcaac aatcagcatc atcgctgcag 
ccataaccta ctacgcctgc tgctatagaa 
gatttgatat ttaatttgtt cttttttttt 
ecctegaaat ttcttcttca ocataotoat 
agcagtagcc acagcaaccc cagaotgtat 
ttttgttact tgcatctgcg tatgtagcat 
tctagactgg atccttgtgc gaattgccta 
aaatatcgcg gcacttctta gactcatcta 
tgcttctatt gcttccctac gctgtctcaa 
aocttagaaa atgcaaatte caaoaaccgt 
cagaaatccc cccaaattta ataatgattg 
taatttoatt tttgatatac cccctatttg 
atcatccaca agacccagag gaacacattc 
taatagatta cgaaagtgaa ccacaacccc 
taaccggcgg agatgactga aacactcacc 
atggacggcc gcgtctcaga acaacgactt 
ogogtggoco aagagotcag agatgtcatc 
tgtttggtaa aacaagccaa gatatcctac 
tacgaacttg gcccccaacg acaaaaattt 
atcecccaac aaegtggaga tactaagggt 
tgcaoctacc cootgotgaa gaccotatgc 
aaaaaaatga ttaataaaaa atcacttact 
tttctcccag cagcacctca cttccctctt 
cggcatactt tctccatact ttaaagggga 
caatcttcat gtctttcttc coagatgacc 
cctgtotaoo octatgaaga tgaaagcacc 
atttccccaa atggcttcac acaaagccca 
ccactaacaa ccacaggcgg atctctacag 
gacectgetg gtaccttaca agaaaacata 
oaotctgtag aaotatocat tggaaatgga 
aaattgggaa atgggttaaa atttaacaac 
accttatgga ctggaataaa ccctccacct 
aatgatggca aacttacttt agtattagta 
totctagttg gtgtatoaga cactgtgaac 
caattaagat tatattttga ctcttctgga 
attccactta aaaataaatc ttctacagcg 
tttatgccaa gtactacagc ttatcccttc 
attcatggaa tatgttacta catgactagt 
tctataatgc taaacagccg tatgatttot 
tggaatctaa atgcaagtga atctccagaa 
tttttctttt cttacattac agaagacgac 
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